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Adherent-cell-validated HD-DoE protocol successfully produces SOX6+ DAn neurons from
MB-NPC — Stage 3 bioreactors. iPSCs were differentiated in bioreactors using stage-specific morphogens validated
in adherent culture. Cells were then dissociated and used for RT-PCR and flow cytometry. For
ICC, cells were plated briefly before labeling. (A) A9-specific DAn markers indicated IHC. (B) RT-
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